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Abstract Plant anthocyanin was a group of important second plant metabolites with potent pharmacological activity Anthocyanin has important
research value and application potential in health care and development of medicinal plants etc.The basic anthocyanin biosynthesis pathways and
molecular regulation mechanism were found out by researchers but the system of whole anthocyanin synthesis network was not grasped fully at
present .The study of anthocyanin biosynthesis and regulation should be strengthened continually.The biosynthesis and regulation of plant anthocy—
anin including biosynthesis pathway enzyme structure genes regulation genes and transcript factors was reviewed in order to provide theoretical
support for the improvement and development of plant which was rich in anthocyanin.
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Fig.1 Structure of anthocyanins and six major anthocyanins in plant
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Fig.2 The biosynthestic pathway of anthocyanin
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Table 1 Structural genes regulated by transcript factors MYB bHLH and WD40 in different plants of anthocyanin biosynthesis

No. Species MYB bHLH W40 Regulation type Snfc“i‘ia;ies Reference
1 C1 R1 Le PAC1 CHS CHI F3H 48-49
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