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Variations of soil microbial communities along a valley bottom of the loess plateau and the influencing factors. HOU Fang-bin',
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Abstract: Sediments were collected from up- to down-stream along a valley bottom on the Loess Plateau. Physicochemical
properties of the collected sediments were measured and the characteristics of bacterial and fungal communities in the sediment
samples were also determined using the high-throughput sequencing of 16S rRNA gene fragment and ITS. From up- to down-stream
of the studied valley, the relative abundance of Bacteroidetes and Firmicutes in the collected sediments increased by 6.6% and 10.5%
respectively, and the relative abundance of Proteobacteria decreased by 15.1%. The relative abundance of Basidiomycota increased
by 7.7%, while the relative abundance of Ascomycota decreased by 30.2%. The bacterial richness (Chaolindex) and diversity
(Shannon index) were negatively correlated with sediment clay content (P < 0.05), while the correlations between clay content and
fungal were not significant. The richness and diversity of bacterial and fungal communities were also correlated with sediment SOC
and Olsen-P (P < 0.05). Therefore, sediment compositions and nutrient content appeared to be a crucial factor influencing the spatial
variability of sediment microbial communities and diversity.
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Table 1 Selected physicochemical properties of sediments

from the four sampling points along the valley bottom

Eizia) AR L) SRR PR ORI

HWRL(%) 43+0.3a 5.6+2.3a 3.0+1.4a 3.5+0.8a
(%) 68.3£0.5a  59.3+3.0b  57.9£13b  50.5%l.1c
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SOC(g/kg)  7.4+1.33ab  6.4£0.52b  8.4+0.92ab  9.1+2.13a
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Table 2 Richness, diversity and OTU number of the microbial communities of the sediments collected from the four sampling

points along the valley bottom (34186 and 38902 good quality sequences were obtained from bacterial and fungal communities)
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Fig.2 Relative abundances of soil bacterial communities of sediments collected from the four sampling points along the valley
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